
Diversity, abundance and
distribution of epifauna from
香港南部水域底表動物多樣性，

豐度以及分佈

H o n g  K o n g  B a p t i s t  U n i v e r s i t y
D e p a r t m e n t  o f  B i o l o g y

香 港 浸 會 大 學 生物 系

L a n t a u  C o n s e r v a t i o n  F u n d
大 嶼 山 保 育 基 金

R E - 2 0 2 0 - 2 2

V e r s i o n : 2 0 2 5 A u g



Epibenthic animals play a crucial role in coastal ecosystems, yet their
diversity and abundance in Hong Kong remain largely understudied,
particularly in the southern waters where high turbidity complicates
scientific surveys. To bridge this knowledge gap, we conducted a
comprehensive study of epifauna in these areas, utilising diving surveys in
shallower waters and bottom trawling in deeper regions. Employing an
integrated taxonomy approach that combined morphological analysis with
DNA barcoding (utilising COI and 16S rRNA genes), we identified 254
confirmed species from a total of 6,962 collected individuals. This included
13 species of cnidarians, 75 species of crustaceans, 55 species of molluscs,
12 species of echinoderms, 3 species of annelids, 1 species of sponge, and
95 species of fish. We analysed their abundance and distribution and
evaluated the conservation statuses of these species. Additionally, we
generated 600 DNA barcodes, which will support future eDNA-based
biodiversity monitoring programmes. To promote public engagement, we
produced an e-leaflet on epibenthos for sharing on the Internet. We also
conducted a DNA Barcoding Workshop, providing participants with
knowledge and skills related to this molecular technique. Our findings
were presented at three scientific conferences, and we published three
articles in scientific journals, with two more manuscripts currently in
progress. Overall, our study enhances the understanding of species and
genetic diversity, abundance, and conservation of epifauna in Hong Kong
waters.

Introduction



底表動物在沿岸生態系統中扮演關鍵角色，然而香港境內此類
生物的物種多樣性與豐度研究仍顯不足，尤其南部水域因高濁
度問題使科學調查更為困難。為填補此知識缺口，我們對這些
區域的底表動物群進行了全面研究：在淺水區採用潛水調查，
深水區則實施底拖網採樣。透過綜合形態學分析及DNA條形碼
技術（採用COI與16S rRNA基因），我們從採集的6,962個個體中
鑑定出254個確認物種，包含13種刺胞動物、75種甲殼類、55種
軟體動物、12種棘皮動物、3種環節動物、1種海綿及95種魚類。
我們不僅分析其豐度與分布模式，更評估了這些物種的保育現
況。此外，本研究產出600組DNA條形碼，將支援未來基於環境
DNA（eDNA）的生物多樣性監測計畫。為促進公眾參與，我們
製作關於底表生物的電子單張供網路傳播，並舉辦DNA條形碼
技術工作坊，傳授相關分子技術知識與操作技能。研究成果已
於三場科學會議發表，另有三篇論文刊載於學術期刊，尚有兩
篇研究手稿正在撰寫中。總體而言，本研究深化了對香港水域
底表動物之物種多樣性、基因多樣性、族群豐度及保育現況的
理解。
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